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<210> 1 

<211> 11 

<212> DNA 

<213> Unknown 

<220> 

<223> A herni -methylated cleaved by Bgll 



<220> 

< 2 2 1 > mi s c_f ea t ure 

<222> (4) . . (8) 

<223> n is a, c, g, or t 

<400> 1 
gccnnnnngg c 

<210> 2 

<211> 23 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 2 

gcaccgcctg gagaagacct acg 

<210> 3 

<211> 19 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 



<400> 3 

ggcggggctc aggatgtcg 



<210> 4 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Nested primer 

<400> 4 

gagcagcacg agaccgccat c 

<210> 5 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Nested primer 

<400> 5 

gttgttcacc acgccctcca g 



<210> 6 

<211> 21 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 6 

gcctcttcgc tattacgcca g 



<210> 7 

<211> 22 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 

<400> 7 

cggctcgtat gttgtgtgga at 



<210> 8 

<211> 31 

<212> DNA 

<213> Artificial sequence 



<220> 

<223> Oligonucleotide strand, wherein N denotes a random nucleotide 



<220> 

<221> misc_f eature 

<222> (30).. (31) 

<223> n is a, c, g, or t 

<400> 8 

gggaataagg gcgacacgga aatggtaccn n 

<210> 9 

<211> 29 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Oligonucleotide strand 

<400> 9 

ggtaccattt ccgtgtcgcc cttattccc 



<210> 10 
<211> 10 
<212> PRT 

<213> artificial sequence 
<220> 

<223> c-myc epitope tag 
<400> 10 

Glu Gin Lys Leu lie Ser Glu Glu Asp Leu 
15 10 



<210> 11 

<211> 8 

<212> PRT 

<213> artificial sequence 
<220> 

<223> FLAG epitope tag 

<400> 11 



Asp Tyr Lys Asp Asp Asp Asp Lys 
1 5 



